Transmission of methicillin-resistant Staphylococcus aureus (MRSA) between animals and humans is widely recognized. In this study, we describe the first case of infection of a goat and suspected transmission of MRSA ST398 to a human, which resulted in colonization of animal owners by MRSA sequence type 398.
goat and the other one from the female owner. Four weeks after isolation of human MRSA, nasal swabs from the person who tested positive were screened and remained positive (isolate 16H). All MRSA isolates were confirmed as described above and further investigated by PCR targeting Panton-Valentine leukocidin (PVL) genes (5), staphylococcal cassette chromosome mec (SCCmec) typing using the multiplex PCR method (6), staphylococcal protein A (spa) typing (7) (results of spa typing were interpreted by using BioNumerics version 5.1 software), and two different multilocus variable-number tandem-repeat analyses (MLVA): MLVA-14 Orsay (8) and multiplex PCR MLVA (9) . Multilocus sequence typing (MLST) was performed on all isolates. MLST was carried out by PCR amplification and sequencing of seven housekeeping genes (arcC, aroE, glpF, gmk, pta, tpi, yqiL) as previously described (10) . The allelic profiles and sequence types (ST) were assigned by the MLST website (http://saureus.mlst .net/). In order to determine the antibiotic profile of each isolate, they were tested against the above-mentioned antibiotics.
All MRSA isolates were PVL negative, carried an SCCmec type V cassette, belonged to spa type t011, and shared the same MLVA-14 Orsay genotype (7 7 Ϫ1 5 1 1 5 0 4.5 4 5 3 3 2). All but one isolate utilized the same genotype obtained after multiplex PCR MLVA. For one goat isolate (11Z), primer pair clfB generated a band that was approximately 100 bp smaller than the bands generated by the same primer pair in all other isolates (Fig. 1) . Therefore, on the basis of a difference of this band, this MRSA isolate could be assigned to another MLVA genotype. MLST revealed that all tested MRSA isolates belonged to the clonal lineage ST398. All isolates tested in this study shared the same antibiotic profile.
MRSA was not detectable after the first examination of the female owner, but she became positive 2 weeks afterward and remained positive for another 4 weeks. She reported that she would daily feed and hold the goats, especially the young animals. During the time between the first isolation of MRSA and the last sample collection, neither the tested animals nor the humans had received any antibiotic therapy nor showed any clinical signs. As reported by the owner, none of the examined persons had been exposed to pigs and veal calves, which is a well-documented risk factor associated with acquisition of MRSA ST398 (11) . Based on the data presented in the current case, we believe that the owner most likely became a carrier of MRSA ST398 after acquisition of MRSA by the goat, because the human isolate was indistinguishable from eight out of nine goat isolates by the methods used.
MRSA is a frequent pathogen of humans and many animal species. In the past years, the transfer of MRSA isolates between animals and humans gained specific attention, especially in the case of livestock-associated MRSA ST398 belonging to clonal complex 398 (CC398), which has been the most commonly reported MRSA strain found in association with livestock (12) . However, there is still a scarcity of information on infections with MRSA ST398 in goats. Colonization of humans with ST398 in contact with infected colonized animals has been widely documented (12) . Consequential infection of humans have also been reported (13) , and in some areas with high livestock density, the prevalence is rising (14) . Two Austrian regions, upper Austria and southeast Styria, with intensive pig farming account for practically all human MRSA ST398 infections (15, 16) . Although pig farming is as common as in upper Austria, there are no reports of MRSA ST398 in lower Austria. We recognize that the results of our study have limitations, because it was not possible to completely determine the source of MRSA. Despite this limitation, this study is the first to report MRSA ST398 in Austrian goats and, to our knowledge, the first to suggest transmission from goats to human.
In conclusion, our study contributes to the growing evidence that MRSA ST398 could be transmitted from animal to human. At this point, it could be highly recommended that unnecessary close contact with positive animals should be avoided.
